Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.040; wR factor = 0.116; data-to-parameter ratio = 17.6.
Related literature
For the background to and the biological activity of quinolines, see: Bhat et al. (2005) ; Markees et al. (1970); Campbell et al. (1998) . For related structures, see: Loh et al. (2010a,b) ; Shahani et al. (2010) . For the stability of the temperature controller used for the data collection, see: Cosier & Glazer (1986) . Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.116 S = 1.03 6191 reflections 351 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.38 e Å À3 Á min = À0.33 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 2; (ii) Àx þ 2; y À 1 2 ; Àz þ 3 2 ; (iii) x À 1; Ày þ 1 2 ; z À 1 2 ; (iv) x À 1; y; z.
Experimental

Crystal data
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 polymerization, resulting in mitotic arrest. For a structurally simple group of compounds, chalcones have displayed an impressive array of biological activities, among which anti-malarial, anti-protozoal, anti-inflammatory, immunomodulatory, nitric oxide inhibition, tyronase inhibition, cytotoxic and anticancer activities have been cited in the literature (Bhat et al., 2005) . In continuation our interest in synthesis of chalcones herein we report a new chalcone (Loh et al., 2010a,b; Shahani et al., 2010) .
In the title compound ( Fig. 1 ), the quinoline ring system (C1/N1/C2-C9) is approximately planar with a maximum deviation of 0.009 (1) Å at atom C1. This mean plane of quinoline ring system forms a dihedral angle of 62.53 (5)° with the benzene ring (C21-C26) attached to it. Another benzene ring (C15-C20) is linked with the quinoline ring system by a linkage of pentadione (C10-C14/O1) with a dihedral angle of 80.31 (5)° and the torsion angle between the linkage and the quinoline ring system, C8-C9-C10-C11 is 111.08 (13)°. Bond lengths and angles are comparable to closely related structures (Loh et al., 2010a,b; Shahani et al., 2010) .
In the crystal packing ( Fig. 2) , intermolecular C11-H11A···Cl1 interactions (Table 1) link the molecules into chains down the b axis. Intermolecular C3-H3A···N1, C17-H17A···O1 and C27-H27C···O1 hydrogen bonds (Table 1) further consolidate the structure into a three-dimensional network. The unit cell contains four solvent-accessible voids each with a volume of 35 Å 3 . Application of the PLATON SQUEEZE procedure (Spek, 2009) showed no electron count in the void.
Experimental
A mixture of 3-acetyl-6-chloro-2-methyl-4-phenylquinoline (0.01 M) and cinnamaldehyde (0.01 M) and a catalytic amount of KOH in distilled ethanol was stirred for about 12 h, the resulting mixture was concentrated to remove ethanol then poured on to ice and neutralized with dilluted acetic acid. The resultant solid was filtered, dried and purified by column chromatography using 1:1 mixture of ethyl acetate and petroleum ether. M.P.: 416-417 K. Yield: 62 %. The solvent used for the crystallisation was a 1:1 mixture of ethyl acetate and petroleum ether.
Refinement
All H atoms were located from a difference Fourier map and refined freely [C-H = 0.965 (18) to 1.033 (19) Å]. Fig. 1 . The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom-numbering scheme. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
sup-2 Figures
(2E,4E)-1-(6-Chloro-2-methyl-4-phenyl-3-quinolyl)-5-phenylpenta-2,4-dien-1-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.98899 (7) 0.715737 (13) 0.90927 (2) 0.02946 (10) ( 
